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Construction of intracellular signalling chimera: 
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HA epitope at the 3' end. 
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Construction of extracellular signaling chimera: 



1. PCT murine signal peptide 
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3. PGR FKBP12 
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CYCC 

homology 
Xhol I 1 

6568: 5 ' -CGACACTCGAGGTGACGGACAAGGTC- 3 ' 
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Scheme 2: Synthesis of Dinners 




2) formic acid / Lit ref: N.H. Sigal & 

acetic anhydride or f.j. Dumont, Ann. Rev. 

acetic anhydride Immunol. p5i9 1992 



Lit refs: D.K. Donald et.al. Tetrahedron 
Letters p1375, 1991, P.Kocovsky, 
Tetrahedron Letters p5521 . 1992 
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Scheme 3 Heterodimerization 
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